30.0-<34.0 weeks group, there was disparity between twins of the same pregnancy (table 2) . CONCLUSION: According to our results, there is a high agreement in the NRM risk between twins in pregnancies below 30 weeks, where all fetuses had high risk of NRM. In pregnancies > 34.0 weeks, 10% of pregnancies might have a fetus with high risk of NRM. In pregnancies between 30.0-<34.0 weeks of gestation, there is a relevant number of discrepancy between Twin 1 and Twin 2, and high risk of NRM is relevant. Although further studies with larger sample size are needed in order to stablish the utility of this tool, it seems that individualization of the risk for NRM in twin pregnancies might help in the clinical decision process.
523 Distinct cervicovaginal space microbiota are associated with SPTB in women undergoing cervical cerclage Angelica V. Glover, Liang Chi, Kun Lu, Tracy A. Manuck University of North Carolina at Chapel Hill, Chapel Hill, NC OBJECTIVE: We sought to characterize the cervicovaginal (CV) microbiota prior to cervical cerclage placement and how it varies in women who deliver preterm vs. at term.
STUDY DESIGN:
Prospective cohort study of singleton, non-anomalous pregnancies at a single tertiary institution, 2016-2018. We enrolled women who underwent a history-indicated, ultrasoundindicated (mid-trimester CL<25mm), or exam-indicated (asymptomatic cervical dilation) cerclage <24 weeks' gestation and had no signs of symptoms of labor or intra-amniotic infection (IAI). Vaginal swabs were collected perioperatively at 12-24 weeks. 16s rRNA gene analyses were performed to characterize the composition of the CV microbiota. The relative abundance of bacteria at the family and phylum level was compared between women with spontaneous preterm birth (SPTB) <37 weeks and those who delivered at term. The secondary outcome was SPTB <34 weeks. Data were analyzed by quantitative insights into microbial ecology (QIIME), and the operational taxonomic units (OTUs) were obtained by UCLUST with 97% sequence similarity. Principal coordinate analysis (PCoA) was used to compare the microbiome profiles between the groups. Statistically significant difference (p < 0.05) of the microbiota community composition between the groups was determined by a nonparametric t-test conducting Metastats in Mothur software. RESULTS: 29 women met inclusion criteria; 55% delivered <37 weeks (median 31.9 (IQR 28.6-37.0) weeks), and 48% delivered <34 weeks. Samples were collected perioperatively at a median 16.6 (IQR 14.7-21) weeks' gestation. 14 women (48%) had an ultrasound-or exam-indicated cerclage, and 15/21 multiparous women (71%) had a prior SPTB. Rates of SPTB <37 did not vary by cerclage indication, history of previous SPTB, or maternal race/ethnicity. CV microbiota family were significantly different among women delivering <37 weeks compared to those delivering at term ( Figures 1A and 1B) and among women delivering <34 weeks compared to those delivering 34 weeks (Figures 2A and 2B) . CONCLUSION: Among women who undergo cerclage in the setting of absent symptoms of labor or IAI, a greater relative abundance and community composition of the CV microbiota are associated with SPTB. Confirmation and refinement of these findings may provide a non-invasive way to improve selection of patients who may benefit from cerclage placement.
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